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BeyoRT™ II M-MLV & ¥ F&§(RNase H-)

ELN] LEZY S 5
D7160S BeyoRT™ II M-MLV J #% 5 i (RNase H-) 10KU
D7160M BeyoRT™ II M-MLV J #% 5 [ (RNase H-) 50KU
D7160L BeyoRT™ II M-MLV J #% 5 i (RNase H-) 200KU

FEmiE T

> HEZ KA BeyoRT™ II M-MLV [ 4 5%E#(RNase H-), Bl BeyoRT™ II M-MLV reverse transcrlptase (RNase H-), s2—fp%
W EGEFRAN M-MLV S50, BATE® KT RNA B DNA B DNA REREETE, A89% L0 RNA B DNA i
R, TESVPIAFAERITE DL N iE4T B A DNA BERIA R BT LLgEAT cDNA(complementary DNA) I — 555 ik -

> KPR BRE R REFREEZ—, TIZHTIRB 5 RNA 5l mRNA J§ cDNA £—FKEMEM, /557 LA T PCR. real-time
PCR R € i PCR(quantitative PCR, qPCR). ¢cDNA {5 —HE & i P & cDNA SCPE IR @45 . BeyoRT™ II M-MLV 5 4% 55 i
(RNase H-)i& A] DL IS [ 7 5% T DNA BREFRI6 AEW R S Homr 2 BRI ZEbc 55, AT DUE IS 5| ¥ 4E {8 (primer extention)
K43 TR T RNA

» M-MLV (Moloney Murine Leukemia Virus), t# MMLV 3 M-MuLV; ¥ % 0 (reverse transcriptase) tFR i i sk B ol RT fiff

> APFZHhG RNase H i, RFEFRER. POKEK. A7 058 ES M-MLV RESEEEMLL, G RNase H iEPE, ARk
FEPEBTY) RNA H1 DNA J% & X001 1) RNA, AT B T 5 2 K B KK cDNA A i & A AT LA AR SE UK B2 4 8 kb
LU RENPRFEF(SHE 1), SR ERA AT LU 10 kb.

1. f# FiBeyoRT™ II M-MLV 2 #4 3% fi§(RNase H-) [ 75 3% MIRNAJG, %t F AN A K [ cDNAZEATPCRY 1 Ji5 (1) FEL Ik 2508 P o
B HA] L% F-0.2-8kb [IcDNA AT LA i Rl il J % 55%
> At E R, O SNVIRE N 42-45°C, {H2R AR 50°C IR EA R Y, BT3RS EoE 77 B0 cDNA (K 2).

BeyoRT™ Il M-MLV B4 BIM-MLV
[ %% RE§(RNase H-) ¥ RER

42°C 45°C 50°C 55°C 42°C 45°C 50°C 55°C

kb
3.0

1.5

0.5

2. BeyoRT™ Il M-MLV [ #%3%Eff(RNase H-)TEA [FIRAE T BRI M NIH3T3 48 g dh 42 3845 ¥ 52 RNA 500 ng,
TE 20pl [ 5 s 22 42 B T b il BE R AT SR ik o RO SR S8 A0S B Ll 3 53 = i 04T H 3 R 1) PCR 977 384 ALK

> A7 YT G . BeyoRT™ IT M-MLV J #% 53 if(RNase H-)J& — MO T 1 H 2 = s I S e 5, e TR R AR R =



RRPEE TAF= MM b . A% B 5 MMoloney Murine Leukemia Virus reverse transcriptase & 5o % [ 2k RNase H
domainffpolZE[H, FFHEAT T RAMAM LSS m AR E V. SRR MR LG,

> B§IGETERE L: One unit of the enzyme incorporates 1 nmol of dTTP into acid-precipitable material in 10 min at 37°C using
poly(A)soligo(dT) 1,.;5 as template-primer. XS {& %N 50 mM Tris-HCI(pH 8.3), 75 mM KCI, 3 mM MgCl,, 10 mM DTT, 0.5mM
[’H]-dTTP and 0.4 mM polyA<oligo(dT) . ;5.
> ZifE: A% DNA WYIEE. SMIBEAIBERLEEEE A RNA B, P LU 2 % M S5 i cDNA B8 — R BE S I 7R 22 .
> BEAEFEST: 20 mM Tris-HCI (pH 7.5), 300 mM NaCl, 0.1 mM EDTA, 1 mM DTT, 0.01% NP-40 and 50% glycerol.
> RIEEMF]: 80°CHE F 102041 ] LL S EM-MLV 5 4% 3§ (RNase H-)JiF; EDTA. EGTAZEAH]. THUBERS h ol A me £
DL K SR & (polyamine) W M-MLV [ #% 5% i (RNase H-) A #II/EH .
> A7t M-MLV S8 B (RNase H-) I 2000/ul, FH TARFRDY 20 TR S e s ik R I, A & O AS [R) B2 J2 16 7
AIHEAT 50, 250 KA 1000 IS 37 SR o
BRER:
ELR] 77 i A4 TR 2E3
D7160S-1 BeyoRT™ II M-MLV % #% 5% i (RNase H-) 50ul
D7160S-2 Reaction Buffer (5X) 0.3ml
— PULLRE 113
L] 77 i A4 TR 2E3
D7160M-1 BeyoRT™ I M-MLV Jz % 3 i (RNase H-) 250ul
D7160M-2 Reaction Buffer (5X) 1.2ml
— PULLRE 143
] 77 i A4 TR 2E3
D7160L-1 BeyoRT™ I M-MLV Jz % 3 i (RNase H-) Iml
D7160L-2 Reaction Buffer (5X) Sml
— URE 11
RIFFMH:
-20°CRAF
AEFEI:
> M TGCH BB R IRNAR S, 7 b A W R AR 2e 7 TRl B, 3 7 ASGHE
> AP RAUR T N RIRAEE A, A TR Wiy, AT ez, AMIERT HEEEn.
> A TERZENERE, T LRI IR TERE.
fERER:

cDNA 2 — 255 1) & H(First-stand cDNA Synthesis):

a. BEUT L% EE 020 pl e # 544K £ (RNase Inhibitor (R0102)F1dNTP mix (D7373) 7] 2 = K11 TH):

Total RNA 0.1 ng-5 pg
AR A 3 AT s — D mpoly(A) RNA/mRNA 10 pg-0.5 pg
i specific RNA 0.01 pg-0.5 ug
Oligo(dT),s primer 0.5 pg(8%100 pmol)
14 A3 A2 H b —F) B, Random Hexamer primer 0.2 pg(8%100 pmol)
B gene-specific primer 15-25 pmol
DEPC-treated Water To 13.7 pl*

RS WRBERRNAKGC S &R EWI UK T55%) 805 A L™ E i 450, RGeS
D UEBRA VI EE SR, 65°CHFE Smin, BfJE 2B E Tk EAE, DT HFRNAH — g RaE i —
WEER

Reaction Buffer (5X) - 4 ul
RNase Inhibitor (40U/pl) - 0.5 ul
dNTP Mix (25mM each) - 0.8 pl**
BeyoRT™ II M-MLV Jx #% 5% #(RNase H-) - 1 pulok*
B 20 ul

*To 13.7ulZR 7~ JI ADEPC-treated Water 22 fig Z-4KF1 N 13.7ul.
x ANTPUR B2 AN [ B FH AR 75 115 PR %, A DEPC-treated Water ) FH & 75 18 2 1 %
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o) L L DR S 1 51 0 R O ligo(d T) 1 S 5 534 i) 46 K T-5kb i IcDNA,  TIM-MLV S5 %% 5 B (RNase H-)H & BN 22 ul,
DA 0= i

BRRIRS) (AR A B T TR 20 B IR e TR & B e R I R RIRS)), oS B OUliE k.

IR AFE FHOligo(dT) s BUE R R A% 514, 42°CHEE 60 min. 41H {4 FHrandom hexamer(BA LS BEAE)ENTIH), SeTE25°CHiE
H10 min, BHJG7E42°CHFE 60 min. ¥ER: X TGCH EH mE A M LE™ EBIRRNA, 7] LLS0°CHiF H 60 min, LA
7853 FIFH AT ShTESOCHIATY AT R A7 1A S % S B M X — 5 i, TR i B AT s 2 S vl DU 258008 — R 5 R 4t o
80°CH & 10 minLA % i%EBeyoRT™ II M-MLV S 5% 3 f#(RNase H-)JF &b SR M. PEBH: XF T 5kbLA K Fr icDNA
ANHERE R I BB T2 R0 IR e sk, 120715 5 330 /3K WTDNARE B 1), G 7] 2% fe iy S0 i B 4liAb 7732
ST DL T S IPCR IV 55, AT LA-20°CHARA7 L& LA o« F T 5 2EPCRIBIA , Wi HRPCR 1 B4
ZON20MIS05T:, Tl F7 AR S O 8 NI T S B 38 7= W0

SRR . PREFARICSE B &S B 1T 2% M-MLV % 55 li(RNase H-) 1A 56 SR 58 BHEEAT .

% DO Io) R :

1. BRNAREFZF=YHEEMEART.
JREGSE P T2 IR B 3R, AR I AR 5 LR, RS EE R IR T/ TR E, JFH8 RNA FIREF
FEIR/NMBAI AT, DRI R B RNA S 586 556 =W BB FL vk WL 22 02 AN B o

2. REEFENIEITPCRY BB AT R 461
a. PCRY BEEAT IRIFHE S MR 25 15 I I S 8 Factine. GAPDHZEAE NN S TPCRY 4, F 2T AT LUIhY 45 . Wik nl DAk
Ty, JBEHIPCRY HYIA RBAT o), MCI I 2 H BRI 51 et ), SR T RE R IR S BB . iR
WS AR R I 35, 45 P] BEPCRIA R A7TE Il 5l S5 3 5 =W i | R A
b. BRRNAKA T . 7L 2020 i B2 21 S RN A B IR BE H 9K 5 RL1% AT DA BT TR 18SH128S RNA S, I H28S
rRNAFI18S rRNA 5 FE LU R iZ K T4 2.0 W ELEI/NT2.0, TIHE7REBRNAKAE T W35 MIFEAR, 5 07 AE H R 45 e
RNAFE G o BERRNAFEARI FEE T8, MBI TRNARIM GHRAE, AFEHEE &, MO, 2 s
PRI RNA, UL E B RNasei5 4L
c. MRRNAMZEEE WIS, FESRIALRNAR I RE T, SRR — SR Wik . SDS. EDTA. Eh. BEER. £E#%
TR 2. MREHZSE 23l SO s BE e . WTRNAFE S ATAE AL, B dATUIE . Vel M BIa MR, 185 v DL 5B
PR IT5 4. 35 B 28 7 K [ BeyoZol BY TrizolFH HE K A5 1K A RNA 58 4 R LAYR A2 5 376 53 S 1) 75 B o
d. RGP E AL . TEMIEIRTS BRNAJS, TERHT —LUAS 40 14 8 f A I B I8 22 1517 DNase IH AL, PAZE 4> R T
REMR B IDNAY T4 . DNase TIHAT#HRIERT, T ZIIANEDTAZR &R N2.5mM, 5 IIRNAYER A EEFIMEL T,
FEMPGLRE R G POKME, PR EA L . Bhsh, § R LRI, 75250 Bz EE R ALtk i, A
I RIE A ZAHEAT B R DR ) S e oM o [ o P2 R IR 3 FEE AL PR 2L 24 Bt e ot 3R 4T I e FIPCRYT 1, T8 i T
BB ik T PCRY™ 486 2K K
e. WHEHEMMRFETTI. S THERNAF AR S poly(A)EEMIRNA, % Hrandom hexamer3| ¥4 #0ligo(dT),s51 4.
{8 F BE DRI S M IR e sie 51 DT, R AR AR S DR R SR e B e A AR
f. WIRRNARINR & & GCEUA 5 T 251, I AT DA RE A S il FE 4 7= $1145-50°C
X ~am:
ELNE] IRLE S 3%
D7153 BeyoRT™ M-MLV % #%35 fiff 2000U
D7159 BeyoRT™M-MLV % #% 5% (RNase H-) 2000U
D7160S BeyoRT™ I M-MLV J % 3 i (RNase H-) 10KU
D7160M BeyoRT™ I M-MLV Jx #% 3 i (RNase H-) 50KU
D7160L BeyoRT™ I M-MLV J % 3 i (RNase H-) 200KU
D7166 BeyoRT™ c¢DNA 2 — 4 & il i 7l & (RNase H-) 107k
D7168S BeyoRT™ II cDNA 5 — 55 & R & (RNase H-) 201K
D7168M BeyoRT™ II cDNA 2 —#54 R /1) & (RNase H-) 100K
D7168L BeyoRT™ II cDNA 5 — 55 & R & (RNase H-) 500K
D7170S BeyoRT™ Il cDNA % B 77 £ (with gDNA Eraser) 201K
D7170M BeyoRT™ Il cDNA % B 77l £ (with gDNA Eraser) 1007
D7170L BeyoRT™ II cDNA A ARl & (with gDNA Eraser) 500K
D7172 cDNAZE 85 & i 7 & 107K
D7205 Taq DNA Polymerase 200U
D7207 Taq DNA Polymerase 1000U
D7216 Pfu DNA Polymerase 200U
D7217 Pfu DNA Polymerase 1000U
D7218 BeyoTaq DNA Polymerase 200U
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D7219 BeyoTaq DNA Polymerase 1000U
D7226 GC-rich PCR Buffer (4F &%) Foml
D7228 2X PCR Master Mix 400X
D7232 PCR Kit with Taq 400X
D7233 PCR Kit with Taq 2000%
D7237 PCR Kit with BeyoTaq 400K
D7251 Easy-Load™ PCR Master Mix (Blue, 2X) 400K
D7255 Easy-Load™ PCR Master Mix (Green, 2X) 400K
D7259 Easy-Load™ PCR Master Mix (Orange, 2X) 400K
D7371 dNTP Mixture (2.5mM each) Iml

D7373 dNTP Mixture (25mM each) 250ul
ROO11 Beyozol(= RNA#ZIR ) 100ml
R0016 Trizol S\ RNAFHHEIAF]) 100ml
R0021 DEPC7K(DNase. RNase free) 100ml
R0022 DEPC7K(DNase. RNase free) 500ml
RO102 RNase Inhibitor 2000U
ST036 DEPC 10g

1% FA AR 7= G B ST -

Liu Y,Long YH,Wang SQ,Zhang YY,Li YEMi JS,Yu CH,Li DY,Zhang JH,Zhang XJ.JMJD6 regulates histone H2A.X phosphorylation and promotes
autophagy in triple-negative breast cancer cells via a novel tyrosine kinase activity.Oncogene. 2019 Feb;38(7):980-997

2. Li JXiang X,Xu H,Shi Y.Cilostazol Promotes Angiogenesis and Increases Cell Proliferation After Myocardial Ischemia-Reperfusion Injury Through a
cAMP-Dependent Mechanism.Cardiovasc Eng Technol. 2019 Dec;10(4):638-647.
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https://www.ncbi.nlm.nih.gov/pubmed/?term=JMJD6+regulates+histone+H2A.X+phosphorylation+and+promotes+autophagy+in+triple-negative+breast+cancer+cells+via+a+novel+tyrosine+kinase+activity.
https://www.ncbi.nlm.nih.gov/pubmed/?term=JMJD6+regulates+histone+H2A.X+phosphorylation+and+promotes+autophagy+in+triple-negative+breast+cancer+cells+via+a+novel+tyrosine+kinase+activity.
https://www.ncbi.nlm.nih.gov/pubmed/?term=Cilostazol+Promotes+Angiogenesis+and+Increases+Cell+Proliferation+After+Myocardial+Ischemia-Reperfusion+Injury+Through+a+cAMP-Dependent+Mechanism.
https://www.ncbi.nlm.nih.gov/pubmed/?term=Cilostazol+Promotes+Angiogenesis+and+Increases+Cell+Proliferation+After+Myocardial+Ischemia-Reperfusion+Injury+Through+a+cAMP-Dependent+Mechanism.

	 碧云天生产的BeyoRT™ II M-MLV反转录酶(RNase H-)，即BeyoRT™ II M-MLV reverse transcriptase (RNase H-)，是一种经过改造和优化的M-MLV反转录酶，具有正常的依赖于RNA或DNA模板的DNA聚合酶活性，能够以RNA或DNA为模板，在引物存在的情况下进行互补DNA链的合成，即可以进行cDNA(complementary DNA)的第一链合成。
	 本产品是最常用的反转录酶之一，广泛用于获得总RNA或mRNA后cDNA第一条链的合成，后续可以用于PCR、real-time PCR也称定量PCR(quantitative PCR, qPCR)、cDNA的第二链合成以及cDNA文库的构建等。BeyoRT™ II M-MLV反转录酶(RNase H-)还可以通过反转录用于DNA探针的荧光、生物素、地高辛或同位素标记等，也可以通过引物延伸(primer extention)来分析和研究RNA。
	 M-MLV (Moloney Murine Leukemia Virus)，也称MMLV或M-MuLV；反转录酶(reverse transcriptase)也称逆转录酶或RT酶。
	 本产品无RNase H活性，反转录效率高、产物长度长。本产品与野生型M-MLV反转录酶相比，无RNase H活性，不能选择性剪切RNA和DNA杂合双链中的RNA，从而有助于高效合成长度更长的cDNA。本产品经测试可以轻松完成长度为8 kb及以下基因的反转录(参考图1)，反转录的最大长度可以超过10 kb。
	 本产品热稳定性高。最适反应温度为42-45ºC，但当温度达到50ºC时仍具有很高活性，且可获得较高产量的cDNA (图2)。
	图2. BeyoRT™ II M-MLV反转录酶(RNase H-)在不同温度下的反转录效果。用从NIH3T3细胞抽提获得的总RNA 500 ng，在20μl的反转录体系中按照图中所示温度进行反转录。反转录完成后取1μl反转录产品进行目的基因的PCR扩增和电泳。
	 纯度：不含DNA内切酶、外切酶和磷酸酯酶和RNA酶，可以满足常规反转录合成cDNA第一条链等的需要。
	 本产品中M-MLV反转录酶(RNase H-)的浓度为200U/µl，用于体积为20微升的反转录体系时，本试剂盒的不同包装足够分别进行50、250次和1000次反转录反应。
	反转录产物由于是从模板反转录而获得，而模板的量本身比较低，反转录的量通常还要少于模板量，并且总RNA的反转录产物大小很不均匀，因此通常总RNA的反转录产物直接电泳观察是观察不到的。

